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A SHOWCASE

Welcome to our event!

For those attending on Zoom,

19 MARCH 2025

please submit questions via the Q&A Box




9:30- Welcome
9:45¢ The journey of a genetic sample: Request to result

Follow the genomic testing pathway for prostate cancer patients all the way from early conversations with families to the support they receive
along the way.

11:00¢ Coffee break
11:30¢W2 Kl L gl yd Yé KSFfadKOFNB LI

Join us for a roundtable discussion with patients, families and carers about how we as healthcare professionals can support them through a
genetic testing journey.

13:00¢ Lunch and networking

14:00¢ Equity: Meeting real world needs

Hear from the North Thames Genomic Medicine Service team about how we are centring equity in all that we do, from targeted projects,
creating an equitable workforce and our organisational strategy.

15:30¢ Coffee break
16:00¢ Highly specialised testing: Now and the future

This session will focus on how highly specialised laboratories in the North Thames region are improving patient lives.
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A year In the North Thames
Genomic Medicine Service

Anthony Sullivag North Thames GLH COQO
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An expert In liquid biopsy delivery

Lung cancectDNApilot

APhase 1GMSAs partnered with commercial provider to deliver
testing across 40 trusts

APhase 2Technology transferred to Royal Marsden NHS lab to deliver
testing across 80 trusts

APhase3b ¢ YR b2 D[] Qa O2YYA&aaarzys
patients across England

APhase 4To be commissioned test on the test directory starting from
the 15t April 2025!




An expert In liquid biopsy delivery

Lung cancectDNApIlot - outcomes

ALiquid biopsy tests results returnédweeks fastethan tissue biopsy
U Translates to faster access to targeted treatment

ALaboratory: Successful transfer of commercial test to NHS lab setE

AEconomic savings: estimated to save the NHS £11 million / year‘

NHS!
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An expert In liquid biopsy delivery

Liquid Biopsy network of excellence

A Network was stood up in 2024 to provide an evidence-driven framework to
expedite the evaluation and introduction of ctDNA and other liquid biopsy
tests into clinical diagnostic service in England

A The framework assembles a collection of key assessment reports for each
clinical use pathway to be packaged as an overall evaluation report

A The overall framework for each clinical use case will be presented to the
Genomics Unit at NHSE to consider as guidance for decision making
purposes on the clinical pathway's suitability for commissioning on the
national test directory

A The network is working with NICE, industry partners, academia and NHSE
to enhance engagement and partnership working to horizon scan for future
drugs linked to liquid biopsy indications and align processes for Test
Directory applications

NHS!
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Key Assessments of the network i

Genomic Medicine Service Alliance

Health Workforce and

- operational delivery
Econorr_ncs considerations
evaluation

Patient and
Public input

Into all
assessments

Pathway
L _ implementation
Application and Testing considerations

technology requirements
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An expert In liquid biopsy delivery

Launch of national ESR1 testing

Breast ESR1 testing was a clinical use case being assessed in the
network of excellence

North Thames
Genomic Medicine Service

ESR1 Breast ctDNA Testing

In December 2024 NICE published its recommendations for the Education Sessi
use of elacestrant, a drug used in the treatment of breast cancer. T SR pUys———

The license for elacestrant requires identification of ESR1 variants
from plasma only.

Watch on (£ YouTube

= @@VYoulube” Search

Testing for ESR1 variants in breast cancer requires the genomic
test to be performed on circulating tumour DN&DNA taken WHAT IS A + m
from a blood sample rather than tissue. LIQUID BIOPSY? |

And what are the benefits to patients
and care pathways?

In January alongside the NW GLH, the NT GLH stood up a servi
to deliver nationakctDNAtesting for ESR1.

Ly fS8aa 00KFYy n 68814 b¢ | yR EEEEES ‘Géaﬁx
education sessions and has since created patient information ™ NHS
leaflets and videos. North Thames

Genomic Medicine Service



The Generation Study

A national research study

The Generation Study, led by Genomics
England in partnership with NHS England,
will offer whole genome sequencing
for newborn babies.

The sequencing identifies 200+ treatable,
rare conditions shortly after a baby is born

rather than when symptoms might appealf’ "UMPers (as of 27 Feby.
later in childhood. A 27 sites live across8 NHS Trusts

A 5,814 parents enrolled
A 3,842 samples taken (89% cord blood)

A 3,102 cases sequenced and through our
pipeline

NHS!
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8 The Generation Study

The North Thames picture

Total Numbers Recruited to Generation Study by

Each GMSA

We have6 recruiting sites

In the North Thames
region and have recruited

aImostlSOOfamilies!



Moving towards automated labs
=S

In 2024 our Royal Marsden laboratory
became the first [ab in the UK to
Integrate robotic technology into its
cancer genomic testing pipeline, in
partnership with Automata
Technologies.

The team estimate that the
installation will double the e " RE

f 1 62N G2NE Q3 3Sy2VAdmmt3
capacity and expand the range of ’
tests it can perform within its existin

laboratory space. NHS
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Our digital journey

National Order Comms projecf Alpha Phase

A national project to take the genomic test directory digital. Our NT GMS team are
taking part in the Alpha Phase, a pramffconcept testing phase.

Our bioinformatics cloud project

Working with IT teams, Bioinformaticians aindlustry Partnersd understand how we ca
move our bioinformatics pipelines onto cloud services.

Admin automation

Our Informatics team are working closely with the Rare & Inherited Dissadisen teams
to understand how we can use digital solutions to streamline labour intensive parts c
the administrative processes. NHS
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9:45¢ The journey of a genetic sample: Request to result

Session leadg Dr Angela Brady, Consultant Clinical Geneticist, and Liz Bancroft, Chief Nurse

The role of CPGEsDr Madhuri Warren, CPGC Pathology Ledglarts Health NHS Trust

Our Genomic Laboratory Hub teangBeth Kimpton, NT GLH General Manager

NHS!
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Prostate Cancer Genomic
Testing: The Testing Journey



Overview

© NO Ok DR

Introduction to prostate cancer testingLiz Bancroft
Test requesting- mainstream pathway Liz Bancroft
Test requesting family history pathwayAngela Brady
Role of CPGEIMadhuri Warren

Our GLH teang Beth Kimpton

Patient discussion video from Eddie Blair

Role of genetic counsellogsAilidh Watson

Education and training Liz Bancroft & Angela Brady

NHS!

North Thames
Genomic Medicine Service



Background

Most common cancer in people assigned male at birth in the UK
A Affects 1 in 8 men in the UK by age 80
A >50,000 new cases per year
A >12,000 deaths per year

Risk Factors
Age ‘
Ancestry- highest risk in Black African/Caribbear
A 1in 4 risk of PrCa
A 2x risk of death fronfPCa
A More likely to present at a young age

Family history
A Risk increases wittlosenesandnumber of affected relatives

ASR (W

i) por 100 000
2104

13.9-19.4

10.7-11.9

5.3-10.7 B Notapplicable
<53 No data

Deaths from prostate cancer

NHS!
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Genetic basis of prostate cancer

A Most cancers are caused by somatic variants acquired during our lifetime.
A ~5-10% are caused by germline variants in rare cancer susceptibility genes

A Prostate cancer is the most heritable cancer
A ~ 60% of prostate cancer is thought to have an inherited component

Established germline genetic factors
A Rare genetic variants
(egBRCAIBRCAZ2, MiMatch Repair geneand other DNA repair genes)
A Common genetic variants (polygenic risk score)

NHS!

North Thames
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Genetic predisposition to prostate cancerji®
- rare variants 5

THE

BRCAZ2Prostate cancer risk-8 times general population ANGELINA

A Absolute risk is 50-60%by age 85 4 i
A Found in ~5% of men with metastatic (advanced) PrCa '
A BRCAZarriers are diagnosed younger, higher grade disease, significantly worse survival

BRCAI Prostate cancer risk-2 times general population
A Absolute risk is 30%by age 85

Mis-Match Repair genedMSH2 MSH6, MLH1

A Lynch syndrome- bowel, endometrial and ovarian cancer
A Evidence of increased PrCa rigk {0 35 times) ~3035% by age 85
A Reports of predisposition to young onset, more aggressive disease NHS

North Thames
Genomic Medicine Service




BRCABNd BRCAZ2

DNA RepairBRCA1/Zenes help protect against cancer by repairing DNA damage.

Prevalence:1 in 400 people (0.5%) carnBRCAL/Zariant with higher rates in certain groups (e.g.,
Ashkenazi Jewish ancestvhalsayin Shetland; 1 in 40).

Inheritance:Carriers have &0% chancef passing the variant to their children.
Family TestingAt-risk relatives can undergwedictive testing
Impact on prostate cancer management:

For people with metastatic prostate cancer who have either a germline or soBRADr BRCA2
variant can be treated witPARP inhibitors (e.g., Olaparib).

NHS

North Thames
Genomic Medicine Service




How does genetic information help with
managing prostate cancer / risk

Currently no prostate cancer general population screening programme

General Screening in men | Screening in Screening iBRCA2

PSA screening debate

A2KIFIO Aa | Wy2NXYL
. . 5

A What Screenmg Interval ) American Urological [Ne] Yes from 40 years Yes from 40 Not specified

A Optimal imaging? Association years

I ?
A When to blOpsy . American Cancer No Yes from 415 Yes from 4015  Not specified
Society years years

Population with a Family Black men carriers
screening History

Overdiagnosis / overtreatment

European Associatiorfie] Yes from 45 years Yes from 45 Yes from 40 years
of Urology years

Screening highisk individuals
A Benefit outweigh potential harms? " @ orpeee @
A Research ongoing internationally
NHS
North Thames

Genomic Medicine Service



How does genetic information help with
managing prostate cancer / risk

A Identifying people with increased cancer susceptibility is important because it offers
opportunities for intervention
A For the prostate cancer patient:
A Precision medicinetargeted treatments

A For their family members:
A Riskreducing surgeryggriskreducing mastectomy / oophorectomy for female BRCA1/2 carriers
A Chemoprevention (e.g. aspirin (Lynch Syndrome), tamoxB&CA1/P

A Intensive surveillance for canceegypreast cancerBRCAL/R colorectal cancer screening (Lynch
Syndrome)

A Modification of lifestyle/nongenetic factors€gsmoking, diet, alcohol intake, exercise)

A Important for all clinical staff to take a family history and consider whether the pattern of cancer in that
family suggests underlying genetic susceptibility and refer for genetic testing where appropriate
NHS

North Thames
Genomic Medicine Service




National Genomic Test Directory

INHS|

National Genomic
Test Directory

Testing Criteria for Rare
and Inherited Disease

Version 7.1 January 2025 (Official)

https://www.england.nhs.uk/wpcontent/uploads/2025/01/rareand-inherited-diseaseeligibility-criteria-V7.2OFFICIAR.pdf m
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Patient with

prostate cancer

\4

\ 4

Hereditary cause
suspected

No hereditary
cause suspected

\ 4

A

Germline testing
(R430Q ¢ where

Tumour testing
(M218) if mCRPC

criteria met

A 4

+ Germline testing
(R444.3 if tumour
testing fails or
BRCAL/Zariant
detected

A 4

l

clinical genetics

Germline variant confirmedegefer to

Mainstream

Pathway

NHS
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NICE approved PARP Inhibitor treatment

R444 NICE approved PARP inhibitor treatment

Testing Criteria

Testing Criteria only applies to patients not meeting R208/R430 criteria AND with current cancer diagnosis
for treatment decisions.

R444.2 Prostate Cancer
Metastatic, castration-resistant prostate cancer where somatic tumour testing (M218.1) has failed.
Overlapping indications

» R208 Inherited breast cancer and ovarian cancer

* R430 Inherited prostate cancer

» M3 breast cancer should be used for somatic testing

» M218 prostate cancer should be used for somatic testing

Referrals for testing will be triaged by the Genomic Laboratory; testing should be targeted at those where a
genetic or genomic diagnosis will guide management for the proband or family.

Where in Pathway

At earliest stage, either at primary surgery or after nec-adjuvant chemotherapy

Requesting Specialties
» Clinical Genetics

* Surgery
+ Oncology
Specialist Service Group
« Core
Associated Tests
Code MName EpﬁmalFanﬂr Scope(s)  |TargetType [TargetName  Method
R444.1  NICE approved PARP inhibitor  Singleton Small variants,[Small panel of  BRCA1; BRCAZ  [Small panel
breatment — breast cancer CHVs genes
R4442 NICE approved PARP inhibitor [Singleton Small variants,[Small panel of BRCAT, BRCAZ [Small panel
Iraatment — prostate cancer CHVs genes

Nb (Feb 24 Olaparib and Abiraterone approved by NICE for mCRPC (no previous ARTA and in
whom chemotherapy is not clinically indicated). Regardless of BRCA status.

NHS!
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Gene variant . Damaged

f

| BRCA 1 ‘

NHS!
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R430¢ Inherited prostate cancer

R430 Inherited prostate cancer
Testing Criteria

Proband diagnosed with prostate cancer at <50 years

Ashkenazi Jewish ancestry and prostate cancer at any age

=1 grandparent from Whalsay (Shetland) and prostate cancer at any age

Proband diagnosed with metastatic prostate cancer <60 years

Proband diagnosed with prostate cancer with a family history of prostate cancer where estimated
likelihood of identifying a pathogenic variant in the relevant target genes is at least 10%

Genetic testing may occasionally be appropriate outside these criteria following discussion at a specialist
MDT with a cancer geneticist present.

Overlapping indications

+ R208 Inherited breast cancer and ovarian cancer - Proband affected with prostate cancer who has a
personal/family history of other BRCA related cancers see R208 (BRCA related cancers = breast,
ovarian, pancreatic, prostate).

+ R210 Inherited MMR deficiency (Lynch syndrome) - For prostate cancer with personal/family history
of other Lynch related cancers see R210 (See list of Lynch related cancers in R210).

+ Rd444 NICE approved PARP inhibitor treatment

+ M218 prostate cancer should be used for somatic testing

Referrals for testing will be triaged by the Genomic Laboratory; testing should be targeted at those where a
genetic or genomic diagnosis will guide management for the proband or family.

Where in Pathway
At presentation
Requesting Specialties

+ Clinical Genetics
+ Oncology
+« Urology

Specialist Service Group
=« Core

Associated Tests

Code |Name MWM rsmp-(s) TargetType  [Target Name rnma
re:

R430.1 [Inherited prostate  [Singleton mall variants, |Small panel of Inherited prostate cancer mall panel
Cancer NVs enes 1223)

PALB2 NHS

North Thames
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R208 Inherited breast cancer and ovarian cancer

R208¢ Inherited breast &
cancer and ovarian cance

Bilateral breast cancer (age < 60 years), OR

Triple negative breast cancer (age < 60 years), OR

Assigned male at birth and affected with breast cancer (any age), OR

Breast cancer (age <45 years) and a first degree relative with breast cancer (age <45 years), OR

Combined pathology-adjusted Manchester score 215 or single gene pathology adjusted score of
210 or BOADICEA/CanRisk score 210% OR

g. Ashkenazi Jewish ancestry and breast cancer at any age
h. 21 grandparent from Westray (Orkney) or Whalsay (Shetland) and breast cancer at any age

2. Living affected individual with pancreatic cancer AND family history of breast*/high grade
ovarian/prostate cancer with a pathology adjusted Manchester score of 2 15/CanRisk score of 10%.

3. Living affected individual with prostate cancer AND a family history of breast/ovarian/pancreatic
cancer with a pathology adjusted Manchester score of 2 15/CanRisk score of 10%.

4. Deceased affected individual with breast” or high grade ovarian cancer with:

a. A previously stored constitutional DNA/ blood sample is available, AND i.) Eligibility Criteria 1, 2 or
3 are reached AND ii). No living affected individual is available for genetic testing

OR

b. If no stored constitutional DNA/blood sample is available, but appropriate tissue is available
(turnour or normal) AMD i) Criteria 2 are reached OR Pathology-adjusted Manchester score 217 or
BOADICEA/CanRisk score 215% | for affected deceased relative AND i) No living affected
individual is available for genetic testing

5. Living unaffected individual with:
a. first degree relative affected by breast” or serous ovarian cancer, AND

b. Combined pathology-adjusted Manchester score 220 or BOADICEA/CanRisk score of 220% for
affected relative or BOADICEA/CanRisk score of 210% for unaffected relative AND

c.  No living affected individual is available for genetic testing, AND
d.  No deceased affected individual with tumour material available for testing
Mote for living unaffected individuals:
Where more than one family member may be eligible for unaffected testing, the residual probability of a
causative pathogenic variant in the family should be considered, taking into account prior normal
unaffected tests.

NOTES

+  *Breast cancer definition includes high grade DCIS, LCIS is not included.

+  The proband’s cancer and majority of reported cancers in the family should have been confirmed

+  The pathology adjusted Manchester score involved incorporation of pathology data for the tested
proband alone, i.e. pathology need not be sought for other family members.

+  Ovarian cancer: Fallopian Tube and Primary Peritoneal cancers can be included

*»  BRCA1/BRCAZ testing should not typically have previously been performed. Exceptions may
include, for example, patients who have been tested through the Jewish Community’s NHS BRCA-
Testing Programme for BRCA1/BRCA2 and not received a molecular diagnosis

*  Testing of unaffected and deceased individuals can only be offered by Clinical Genetics

Genetic testing may occasionally be appropriate outside these criteria following discussion at a specialist

MDT with a cancer geneticist present

" anow

Overlapping indications
+ M2 Ovarian carcinoma should be used for somatic testing
= M3 Breast cancer should be used for somalic testing

NHS >
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R210 Inherited MMR deficiency (Lynch syndrome)

u Testing Criteria
All new diagnoses of colorectal and endometrial cancer should have tumour M3l / IHC as outlined in the
cancer test directory and the Lynch syndrome handbook for Alliances in order to identify dMMR tumours and
additional testing that suggests Lynch Syndrome. This may include BRAF testing in MLH1 deficient

colorectal cancers and somatic MLH1 hypermathylation testing in BRAF negative colorectal cancers and all
MLH1 deficient uterine cancers. Somatic MLH1 hypemethylation testing is included on the Cancer Test
Directory under M1.5.

L] u
1. Clinical Criteria for germline testing in an affected individual
The proband has a dMMR tumeur where results of additional testing suggest Lynch syndrome. This

may include BRAF testing in MLH1 deficient colorectal cancers and somatic MLH1 hypermethylation
testing in BRAF negative colorectal cancers and all MLH1 deficient uterine cancers

a. The affected proband comes from a modified Amsterdam criteria positive family irrespective of the
dMMR status of the tumour

b. Personal or family history suggestive of Constitutional Mismatch Repair Deficiency (CMMRD) with
Wimmer score =>3

c. Deceased affected individual meets criteria and a previously stored constitutional bleod/DNA sample
is available.

2. Clinical criteria for MSI IHC testing on a stored tumour sample prior to germline testing
a. Personalfamily history of colorectal cancers reaching Modified Amsterdam Criteria (= 3 cases of
Lynch related cancer over 22 generations with 21 case diagnosed <50 years) OR
Any lynch-related cancer* <50 years (excluding isolated pancreas, prostate or gastric cancers)
c. Two Lynch-related cancers (any age, one is colorectal or endometrial), OR
Lynch-related cancer and & 1 first degree relative has Lynch-related cancer (both occurred S60
years, one is colorectal or endometrial), OR
e. Lynch-related cancer and & 2 relatives (first / second [ third degree relatives) have Lynch-related
cancer (all occurring s75years, one is colorectal or endometrial), OR
f.  Lynch-related cancer and 2 3 relatives (first / second / third degree relatives) have Lynch-related
cancer (occuring any age, one is colorectal or endometrial)

=

[

*Lynch-related cancers comprise: Colorectal cancer, Endomeirial cancer, Epithelial ovarian cancer,
Urothelial cancers, Transitional cell cancer of renal pelvis, cholangiocarcinoma, Small bowel and upper
gastrointestinal cancers, Glioblastoma, endocervical cancer, multiple sebaceous tumours, prostate, gastric
and pancreas

3. Clinical Criteria for somatic (tumour) Lynch syndrome panel testing

a. Proband has colorectal or endometrial cancer with a dMMR tumour with normal BRAF and somatic
MLH1 hypermethylation analysis AND germline testing did not reveal a pathogenic variant OR
personal/family pattern of disease whereby demonstration of acguired MMR variants (and therefore
exclusion of constitutional MMR abnormality) enables downscaling of surveillance

b. Deceased affected individual with colorectal or endometrial cancer 60 years AND tumour featuring
highfintermediate MSI or loss of staining of MMR protein(s) on IHC, AND one first degree relative
with Lynch-related cancer 60 AND no living affected individual is available for genetic testing.

4. Clinical Criteria for germline testing in an unaffected individual

a. First degree relative affected with Lynch-related cancer, AND

b Family history of colorectal cancer/Lynch-related cancers reaches Amsterdam Criteria (23 cases
over 22 generations with 21 case affected <50 years) AND

c. Tumour sample analysis from affected family member has been attempted and is not possible,
failed, indeterminate or indicates MMR deficiency (via IHC or MSI1), AND

d. Somatic sequencing is not possible, or failed, AND

2. Mo living affected individual is available for genetic testing

5. Criteria for germline MLH1 promoter methylation
a. Families where MLH1 promotor methylation has been identified in tumour tissue in >1 affected
individual with colorectal cancer s 60

[ NOTE: The proband's cancer and majority of reported cancers in the family should have been confirmed |

NHS
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Laboratory Patient

CPGC management testing discussion
Sample Sample Interpretation Genetic
acquisition preparation and reporting counselling

(Family history only)

NHS!
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Laboratory Patient

CPGC management testing discussion
Sample Sample Interpretation Genetic
acquisition reparation and reporting counselling

(Family history only)

NHS!

North Thames
Genomic Medicine Service




WeCare O 60000 NHS |

Barts Health
NHS Trust

Barts Health CPGC & GCIP Initiatives

Dr. Madhuri Warren
Consultant Histopathologist
CPGC Pathology Lead,
Barts Health NHS Trust
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NHS

Barts Health NHS Trust configuration and local population Barts Health
dem ograp hics Local population statistics: NHS Trust
Our core catchment area spans 6 local authorities: Total population 1.31 million
PO Population growth rate: 15% per annum (one of highest
fon) in UK)
B E %E m Healthy life expectancy (HLE):
N Tower Hamlets worst female HLE in London
E__E_ niipps Cross | Hackney 2nd worst male HLE in London
= | e Percentage of smokers in Tower Hamlets = 20%
== Uptake of bowel screening: 43-50%

The Royal London
Hospital

HILLINGDON

EEEM Uptake of breast screening: 36%
T Uptake of targeted lung health check 59.1%

EALING

Newhggﬂsg;;;‘l'm“v Cancesstatistics | Cancer incidence| London wide
HOUNSLOW

per annum NEL | cancer incidence
(% of pan London) | perannum

WANDSWORTH

MERTON

ki lung 888(20.1%) 4,405
I 1 KINGSTON SUTTON  CROYDON
" T colorectal 790 (19.8%) 4,000
S @ e Mile End Hospital
- prostate 1119(19.1%) 5,840
St Bartholpmew's
Hospital endometrial 187 (18.0%) 1,036
We are part of the NE London ICB and cancer alliance melanoma 197 (15.5%) 1,272
along with BHRUTIM
breast 1173(19.8%) 5,895

Barts Health NHS Trust and Lewisham and Greenwich
hospitals form part of the East and South East London

Pathology partnership (ESEL) [l It is imperative to focus on improving diagnosis and

‘access to cancer treatments in our region since our




Barts CPGC history and achievements to date

Barts CGCumultative cases and preparations per month

Barts CPGC TAT rest request to LGL/RMH

n r days
YBBG"- fay
3500 —o— Cases /./’549 6
3000 - —— Preparations
5
2500 -
4
2000 - ZEZ
3 —&— test request to
1500 - LGL (DNA)
1000 - 2
i > o >
1 1
500 estimated
0 q‘ﬁ-‘ﬂ‘ﬂ"ﬁ"g‘ﬂ"v‘ﬁ"m‘m‘m‘ 0 T T T T T 1
o ‘;" ‘;‘ & %‘) s o ‘;‘ ‘3 2 ?‘5 N Aug-24  Sep-24  Oct-24  Nov-24 Dec-24  Jan-25
=] S
< g 3" 2 & o > A S 8 g month
Month
o . _ 2022 (IHC lat
Historic figures: Genomic testing TAT: instead of  AugcDecimprovem
2022/23: estimated new cancers* in local population = 2,325 CPGC) (days24 (days ent (days
number of solid tumours sent for genomic testing = 1,600 Genomic test request to recei|
percentage of potentially eligible cancers tested = 68.8%  atCPGC* 0 0 0
Genomic test request to CPG!
CPGC (Jan -Dec 2024) CliShalG 63 3 2
estimated new cancers* in local population =2,813  CPGC dispatcto(GLH}o
. . . _ receipt at GLH 25 1.2 1.3
number of solid tumours sent for genomic testing = 2,490
percentage of poféntially eligible cancerstested =88.5%  Genomictest request to recei

(21.7% improvement)
L]
d

* Cancers include lung, colorecta

4 atGLH 9.8 55 4.3

cellular pathology TAT

NHS

Barts Health

NHS Trust



Barts CPGC QI TAT improvement project Oct 24 -Mar 2025
Improving TAT for molecular testing of lung adenocarcinoma

Historic timeline;

NHS

Barts Health
NHS Trust

Also ALK, NTRK

Proposed timeline: fusion proteins

Biopsy Biopsy ROS1 IHC Bi Bi detected
ROS1 FISH NGS 10psy Blopsy
date  H&E report report chemo date H&E report NGS RNAseq chemo
P report report P report report

l3'5 days \v/6 dayS \l/ \‘/ J/ lS-S dayS \ ? days \v/\l/ 4-7 dayS \L

40 days 4-7 days 214-21 days

46 days <

53-8 days 18-28 days
2024.

Audit Results:

RNA sequencing request -> result to oncologist: mean TAT 28 days

turmaround times (days)

ROS1 fusion detection rate = 2.3%.

TOTAL PATHWAY TIME (TAT p
|report sent to oncologist n days

RNA sequencing failure rate = 4.7%.
ROS1 IHC positive rate = 34%
step in pathway mean minimum False positive IHC rate = 32%
1 0 PPV 5.5%
|pathologist sequencing request to sections cut
2022/23:
sections to pathologist ->H&E review-> sections ! 2 Historic ROS1 FISH TAT = 40 days;
back to lab-> sent to RMH ROS1 IHC to FISH TAT= 46 days;
Failure rate = 31%;
sent to RMH to booked in at RMH 2 0 Positive FISH detection rate = 0% (annual positive FISH detection rate
=13 %);
RMH RNA sequencing TAT 17 11 ROSL1 IHC positive rate = 26%
False positive IHC rate = 25%
1 0 PPV 11%
RMH Result on O&V downloaded by Molecular
and emailed to oncologist Key Im p rovem?‘n ts: |
TATRIimproyEment. = 12



Barts CPGC QI TAT improvement project Oct 24 -Mar 2025

Colorectal Carcinoma Audit Results (2)

Historic timeline:
Resection

NHS

Barts Health
NHS Trust

Proposed timeline:
Resection

Resection MMR IHC

NGS

i Resection NGS
date Cutup  slides g report report report chemo date  glidesgr report _ report chemo
Cutup
24 days \|/3 days|, 4 days |, 6 days \\/ 7days | \L? \[: 3 daysl 4 days | \|/ 4-7 days J/
36 days 21 days
35-40 days <
71 -76 days 28 days
Audit Results:
TAT(days) 2024 retrospective audit:
2022 Retrospective 2024 |Prospective2024|Prospective 2024 94 of cancers ST3/4 = 88%
step in pathway mean 2024 mean minimum mean minimum MMR failure rate = 0%

specimentransport | , g3 1.11 0 0.6 0 MMR detection rate = 9.5%
local hospital to RLH NGS failure rate = 1.6%

overall Overall [11.2 0 3.5 0 . - 070 .

e ' Biopsy | 26 0 31 0 NGS detection rate = 12.6%

Specimen cut up Resection | 23.7 1 4.2 0 Key
:ﬁgoori‘gtriz;” lab->H&E , 14 417 0 5 0 Improvements:

o R - = - Resection cut up TAT =19.5 days
Overall TAT specimen 27 Biopsy 9.3 3 10 2 ) B
date to HE report Resection] 359 P 16.7 6 Specimen date->H&E report=19.2 days
MMRrequest to

o 6.7 4.0 1 6.4 1 . .

authorisation MMR request to authorisation =2.7 days
Pathologist request
MMR + sequencing to 26 26.4 6 19 15
authorisation
% tumour content
TEREAEEH 31% 89% 95%
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The ‘ ‘ — Barts Audit Teams

a’ London Hospltal "N ce
Roy oy Main Entyen , A Lung adenocarcinoma audit team: Dr K Giaslakiotis, Dr M Warren, Dr T

A Farooque, ProfL J Jones, S Thiruvengatham

1 Colorectal carcinoma audit teams: Dr L Beltran, Dr M Rathbone, Dr M
A EmergenCY Departmen L Liaquat, Dr V Sheshappanavar, S Thiruvengatham

A Main Entrance

__ A Barts & The London
Children’s Hospital

B ? Medical School

¢ 4 * Outpatients Building
? Renal Centre

ﬁﬂ’l E;élm *E .

ToTo T Te




Laboratory Patient
CPGC management testing discussion
Sample Sample Interpretation Genetic
acquisition preparation and reporting counselling
(Family history only)

NHS!

North Thames
Genomic Medicine Service




Sample testing; our genetic technologists

Our technical team process samples
In each of our labs, they operate
testing equipment in the lab and
have specialist knowledge of each \

-

testing process.

\1 ‘,:i?ﬁ;? r‘tﬁ/ ﬂ

We have overl?Otechnologists “‘-‘“‘ I‘\Iﬂ\\ﬂm

working across our labs in the North
Thames Genomic Medicine Service.

North Thames
Genomic Medicine Service



Analysis pipelineg, our bioinformaticians

px S5px #ccc).gbrtl .gbm{-mog-}
display:block;position:abso)

reeityilistop:-2px; +left i - Spa Bioinformaticians work closely
£y ) @ x ° e -
o ..d;p.p;,;,lf,ff,f;fp:.\o IEE \vith teams across the GMS to
MRSl Duild analysis pipelines for all th

Ging a\.:; L .Y .
' ! .i\f::;lst-.ty"fhnh. .
PEPTRAALE I  gcnomic data we generate.
“*8play:bloci '

:t'l;. :".' s 'S

"~Qf?.,’.
-
""(3&7

d.'

Shes

We now have14 bioinformaticians within the North Thames

GMS! i

North Thames
Genomic Medicine Service



Interpretation and reporting¢ Our clinical
scientists

Clinical scientists provide
expert knowledge to the
genomic servicelsers. They
handle referrals, request
tests, analyse results, and
also write reports.

Overl?O clinical scientists across the North Thames GMS w

to provide testing results to clinical teams. -

North Thames
Genomic Medicine Service
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Sample
acquisition

CPGC management

Sample
preparation

Laboratory
testing

Interpretation
and reporting

Patient
discussion

Genetic

counselling
(Family history only)

NHS!

North Thames
Genomic Medicine Service



NHS

East Genomics

Derby and &

Foundaton Trust

8. My name's Eddle Blalr and
Eddie Blair EGMSA PPV 7‘ , 3 ',_‘_ . ’ o 7 '> P ' :.# ‘Q;

L -

NHS!
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Genetic Counselling

What happens when we find a germline variant that highlights a
predisposition to cancer(s)?




Genetic Counselling

For the patient: For family members:
A sRcerfeeglaillnSg];‘cr)\;nagement A Results may affectlatives
A Psychosocial impagpositive and A Accesdo testing/management

negative) and support

A Implications forfamily _ A Importance ofsharing results
plannindgreproductive choices

A Disclosuref genetic results A DiscusstrategiesS ®3® Wiz gK2Y Al
impact on insurance YIe O2YyOSNYyQ f SuuSN-A

A Refer forgenetic counselling

NHS I~

North Thames ‘S
Genomic Medicine Service /




Genetic Counselling

oOoHow/ where can we | earn

about this?5d O |
0 Wh at does t hi
for future c¢chi

Anger Guilt Denialf  Blame  Relief

oCan we fix the

o «
genero 0 Wh at does thi s

my other children/family
member s ?0

S

mor e

thi s my

S mean
| dr en?9

Shame! Fear

oWhat

meahﬂ// mCi/l’

f auArte? gt here any
treatments or
preventative measures
that can be t e
Empow' Uncertea :
erment‘ inty comiliel
oWhat do w
about this
t hi s mean

oes
[ dos

NHS!

North Thames
Genomic Medicine Service
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Online course §

ATTINATTINATI

Fundamentals in Human Genomics 101: Genomics in Introduction to the Counselling What is genomics?
Genetics and Genomics Healthcare Skills used in Genomic Medicine

@® Up to 6 weeks ® 30 minutes @® Up to 6 weeks @® 10 minutes

## Accredited # Certificate of completion # Accredited B8 Multimedia

X Part Time X Part Time X Part Time

X Blended learning = Online X Blended learning

Genomies in General

Find out how pharmacy Improve your knowledge of the Keep up to date with how
educational opportunities and professionals make decisions A application of genomics in general advances in cancer genomics are
useful resources curated for the informed by genomics to influence practice and access useful \ shaping practice and impacting

nursing profession % patient care resources patient care

alNHS

Genomics Education Programme: https://www.genomicseducation.hee.nhs.uk/ North Thames
Genomic Medicine Service
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Genomic Medicine Service

Join us on 20 June
Prostate Cancer - !
Genomic Testing = for an education day
Mainstreaming Event / fOCUSSGd On prOState

Educational event for healthcare professionals involved in the

care of individuals with prostate cancer wanting to learn more I ' l I
about genomic testing. ’ Ca n C e r g e n O I C
CONFIRMED SPEAKERS 20 June 2025, Friday te Stl n g C

e Mr Eddie Blair (© 9am-5pm

* DrTerri McVelgh 9 Woburn House Conference
e Dr Alison Reid Centre,

e Mr Ben Lamb 20-24 Tavistock Square,

WC1H 9HQ

b Pec e Registration opening

involved in the care of
e Professor Ros Eeles

individuals with prostate

e Dr Anju Kulkarni cancer S O O n I
e Dr Vishakha Tripathi "

e Dr Thomas Charlton

e Dr DoraidAlrifai

e Dr Kenrick Ng

e Dr Marianne Grantham

REGISTER NOW

Only 80 spots available!

North Thames
Genomic Medicine Service

norththamesgenomics.nhs.uk
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We are taking a short break

We will be back at 11:30



14:00¢ What | want my healthcare professionals to know about genomig

Dr Fiona Calvert Pooja Dasani Jason Dunlop Amber Dobinson-Evans Harri Pessoa de Araujo
Comms and Genetic Counselling Patient and family Patient and family Patient and family
Engagement Lead Lead representative representative representative

NHS!

North Thames
Genomic Medicine Service
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We are breaking for lunch!

We will be back at 14:00



14:00¢ Equity: Meeting real world needs

Developing the NT GMS Equity Strategy
A Dr Shazia Mahamdallie, Equity Lead

Equity and community: local change makers East London Foundation Trust Mental Health Se

A Dr Nick Bass, Mental Health Lead

Equity and workforce: spotlighting Genomic Associates

A Arti Patel, Senior Genomic Associate

Equity and data: NTGMSA Equity of Access Dashboard
A Megan Luker, Data and Performance Analyst

A Balbir Lehto, Information Analyst

Equity and research: can the Generation Study do better?
A Dominic Studart, Regional Results Coordinator

A Yvonne Muwalo, Regional Results Coordinator

NHS!

North Thames
Genomic Medicine Service
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NT GMS Equit$trategyc bitesize!

C2ZY2NNRPgQa 3ISY2YAO

NTGMS 2025 Showcase

Dr Shazia Mahamdallie, Health Equity Lead, NTGMS




Evenly/equal Custom toaols,

distributed resources and

tools, resources information

and that address

Information inequality
Tailoring support to ensure equal, opportunity to access, and delivery of North Thames

Genomic Medicine Service

the Service



Inequity Is at the core of genomic medicine

Inequity is experiencedby the communitieswe serve - we are leavingpopulation groupsbehind -
leadingto misseddiagnosesind misdiagnosesandthusdisparitiesin care

Genomic research

Ethnic biases persist in genomic research methodologies and databases.

A GWAS studies (20181% of European bigeographical ancestry, but Europeans are 16% of the global populati
A gnomAD (202877% European vs 5% African or South Asian ancestry.

A (Lép/lggzr-grze 2Et)asentation > VUSs + reduced biological understanding of disease > misdiagnoses/reduced drug

A Recruitment into genomic databases can favoost-effectiveness and convenience sampling over
representation Targets of numbers rather than time hinder inclusive conversation.

Genomic Healthcare:
Ethnic minority groups, marginalised communities face challenges in accessing genomic geavigasage and

mistrust.
NHS

North Thames
Genomic Medicine Service


https://www.researchgate.net/publication/309035113_Genomics_is_failing_on_diversity
https://gnomad.broadinstitute.org/news/2023-11-gnomad-v4-0/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC5292722/

Developing the strategy in two slides!

Elements of a strategy

IN PROGRESS - - -




der to 7m Londoners

\
Q"‘v

a Tower
. vamiegs |

rea covers a population ¢.7.07 million - ¢.5.5 million in London boroughs north of the Thames; ¢.850,000 in Essex local
ities; ¢.725,000 in Her local

NTGMS additionally covers cancer genomic services for Kingston, Merton, Richmond, and Wandsworth.

...by working better together in neighbourhoods,
recognising the importance of both the message and the messenger

“Working within neighbourhood footprints is not
new. Neighbourhood working harnesses the assets
valued in a local area, with services’ operating
models proactively wrapping around those
communities and their needs.’

Tomorrow’s genomics together:

Working  within  ‘neighbourhoods’ does not
necessarily mean integration, instead involves

National building trust with people, communitieg and their
leadership organisations and representatlvesP“
i

bls ed a ‘case for

Peaple, .
leade . s - e NHS n d

e nalure of the relationship

Working together and within exnstlng ory services, neighbourhoods and

Community-first approach unities, to provide a chance of sustaining our

relationships/representati

ps/rep health and care systems, closing the gap on growing
Community leadership population inequalities, and achieving our bigger

Collaborate with ICSs, Alliances

aspirations for a better society.”

Seurce: NHS Confederation Oct, 2024

Support fnr Primary Care

NTGMS has equity deliverables

GLHs and GMS Alli: ible for actively
recommendations of the group.

to the NHS Genomics Ethics, Equity and Legal Advisory Group and cansidering the

NHS GMS Alllances are responsible for developing strategies and actions to support the NHS GMS In their geography to reduce inequities [N aCE8S5 and 6
use genomics to reduce health inequalities. NHS GMS Alliances are for of ir at higher risk
populations for genomic variants, for example BRCA variants in the Ashkenazi lewish and South Asian populations. NHS GMS Alliances are responsible for
ifying and prioritising cohorts of i for example thase with g, black, Aslan inority ethnic groups; disabled;
LGBTQ+ to actively engage with the NHS GMS and potentially socially excluded cohorts e.g, inclusion healf s rough sleepers, the homeless;
asylum seekers and Gypsy, Roma and Traveler groups.{Core 20+5)

NHS GMS Alliances are also for ensur
increasing patient and the public and clinical awareness of NHS GMSW

plans, service development and delivery, and

apot
ﬂ%paiﬁnsand ‘engagement events across their geography,

considering urban, rural and coastal inequalities.

GMSA Business Plan key delivew SA is hosted by GOSH, which has two frameworks:

1. Deliver and Extend TransformaNas® GOSH [workforce] Diversity Tackling [patient] health
Projects i — . inequalities at GOSH:
2. Evaluate and Report Qutcomes ?ndﬁl n:r!i:slgnsil?jr?al rezv:(l)itznilent' :
3. Enhance Genomic Service Models pening-up ; Working groups:
N 2. Creating internal career paths and 1. E ]
4. Expand Whole Genome Sequencing opportunities; Xperience
5. Address Genomic Health Equity ppor o 2. Outcomes NTGMS represented
N L 3. Creating a more inclusive work 3, Access
6. Enable Precision Medicine & ATMPs
7 5 "t Ph e Testi culture for all; 4. Awareness
+ Support Pharmacogenomic Testing 4. Creating channels and safe spaces 5. Digital exclusion

which amplify the employee voice.

MNorth Thames
Genomic Medicine Service

Our legal obligations under the UK equality framework

The Human Rights Act 1998 and Equality Act 2010 both focus on the UK legal anti-discrimination position, outlining public sector duties
and legal protections.

Public Sector Equality Duty (which includes the NHS)
that public bodies to consider how their policies and
decisions can:

To comply with this legal mandate the Department of Health
and Social Care Equality Objectives 2023-2027 include five

& Remove or minimise unlawful disadvantages G h\— areas to integrate equality considerations into operations:
suffered by people due to their protected LE
characteristics [Tackle discrimination]

® Take steps to meet the needs of people who share
a particular protected characteristic, where those
needs are different from the needs of those who
do not share that protected characteristic [Tailor
our approach - basis of equity vs equality]

® Encouraging people with particular protected 4. Engaging with diverse stakeholders and the publ;
characteristics to participate in public life or in

) Incorporating varied perspectives in policy design and
other activities* where their participation is et ice delivery.

Promoting awareness and understanding of our Public
Duty and health disparities: Embedding equity
considerations in all departmental work.

disproportionately low [* L.e., Research.

Ensure our approach is inclusive, we engage at a
neighbourhood-level]

...by seeking funding e.g., NTGMS has “Big Local” areas (blue patches)

TP T e onavoies  Iwgr ey
Sttt 10 cur resesech prect ¥

Live funding =
S et call -8 e *
L it tectes i 1 oy sy * I :
R t———. =k "

- »
roem 5]
a

NS e — = : - VA e Sy

2 2
E b e
el e » .. = il

To better
understand
8l what the
Is it equity of access? Equal, fairer access to careers in the right places and barriers to
BTt | want to see genetics; attracting, developing, resources with less [genetic] testing
worpl;ome and equitable benefits. and retaining a diverse delays e
communities to a d e t mkhmepbenersemg o
reach equity [NTGMS) diverse papulations.
Empower people to be | want the NTGMS to be a fairer and
able to ask questions. aspicational place to work, and to be
Equity means a1 “hored in the community, sharing
engagement i : knu wledge confidently and sensitively, so we
Td we nefdhlu Improved ? can ask questions. Let us be a genome service
LG :g:;ﬂfmw msum::m:amfﬂ- that is for everyone, at their time of need and
illhel- in ¥ ¢ AS provided in a way that makes sense.
Equity in everything we do
now and next, for the
E~ _al, tairer access to careers in workforce and the people
attracting, developing, and .
] t;diveme wnrll=|0y\=e to better o i Earmarked and
serve our diverse populations. hem, for all our sustainable
they too, can become research findin areing f
G resourcing for equity.

Every clinical staff member across the NTGMS can use the
[Equity of Access] dashboard to analyse patient
demographics relevant to their testing activity at key points
in the pathway. This functionality will support analysis in
equity of access/accessibility, enabling a deeper
understanding of testing pathways and prioritising
interventions to dellver equitable genomic testing.

Improve
I want to see leadership roles reflect the
diversity of our population. This can bring
equity, as decisions can be informed by
lived experiences rather than relying on
extrapolation.

Health EDI landscape -
KOL have paralleling recommendations workiorce|servicecommunity|research]

Marmot, M. et al. 2020. Health Equity in England: The Marmot Review 10 Years On.

London: Institute of Health Equity. This report provides an analysis of health inequalities in England and

offers several key recommendations to address these disparities. These include: (1) Improve education and

employment; (2) Strengthen health services; (3) Enhance community engagement; {4) Address svslemsg_L_—— pu.l-ﬂ Td ke —\
e

i
inequality. See notes for more explanation. approaches &
ot mmw wu*‘“ﬁ O ot the meagwedt |

wm;u alms
[T‘" ¥ edvess vt PR I
— p‘fhl.al-th ingquities
Morris, L. and Robertson, R. 2024. Tackling health inet allties: seven priorities for the NHS.
The King’s Fund. This report identifies seven key priorities for the NHS to tack\ ealth inequalities. These
include: (1) Equip staff; (2) Local decision making; (3) Empowsnng cummu Support local organisations;
- (5) Address discrimination, See notes for more explanahun

O— ﬁ

i genomlcs and precision medicine. The NHS Race and
versity of Nottingham. This report emphasises the need for tailored public
health ed nderstanding of genomics and the potential benefits of precision medicine for all
cummung ommendations made include: (1) Workforce diversity and training; (2) Improve access to genetic
services; (3) Public engagement and trust; (4) Increase representation in research; () Ongoing monitoring and
pe= - accountability, See notes for more explanation.

Bains, M. et al. 2024. Ethgis
Health Obse|

Health and genomic improvement recor€mendatlons

The National Healthcare Inequalities Improvement 021
from which the CORE20+ was an output aims to “deliver en: care for aII ens\mng
equitable access, excellent experience and optimal ot

National priorities and st

mlm-\a- i e with the
LSS approach for ackts and
rscipmlols

Increase the % of patients with
hypetension treated accrdng to NICE
uidance, and the % of patents with GP
facordad CVD, who have thaf chaiastercl
Jevols managed to NICE gucance

NHS Race & Health Observatory and CORE20+5 recommendations:

« Define target popul; - h istics. [Equity]

«+ Identify clinical areas requmng improvement. service

* Community engagement. | community
* Tailored/equitable interventions [ community |
* Monitoring equity of access in GMS [ service

* Workforce training needs. workforce

Diversify research

North Thames
Genomic Medicine Service

Proposed Project Activities®

1. tdene it in cumant recruitment peocesses i profia
‘Support leadership teams e coportuns 'y
e A 10 review theirrecristment
+ Seft deval et proverees with best 3. Review the need far developing coaching and mentoring skills for
‘Practice fecrultment 1*— ieaders and staff as part of their delivery role.
 Target i . . n
prrp—— 1, Tomet o h s i lare ot W o 2
To improve access Service \mmmrwlmwﬂnr 2. N slrit’ mmllwe where researchers are
o genamic services. ian nd share learning from research dane in their
Inour region to v
reduce P!e.illh 1. Ensure all business project propesals have an ED| projest
inequalities. 2. Creste o saction in the highlight/assurance reports for EDL
At 3. Develap an MOT SOP for project proposals review In thei methadaiogies
7o have genomic e will do this A 0 &nsure wide inclusion In/for research and for testing
medicine services [+ through cansidering Co-design and engage with T Engage with publc e N
accessible to all our Emmmmmu public: Expacting & co- 2. Utiise the Health Equity Assessment Tool [HEAT) (gov.uk) to be able to:

craatian approsch for al
our prcjects right fram the
the gublic

* Explore existing data sources on the distribution of health across
differens popuiation 8roups working with public heaith colleagues
+ Map abiove fineings with moin barriers for research porticipation |

patients wedo! "'a
o i

de‘mbwnenhnhhe

1 v areas that we know are
underserved using the core 2045 data

Engagement, ety seas e regars

NTworkforce, identif
innovative serviee communication pmlu.um.. projects and
design, and "*“"‘"""”“‘““""" I R cose 1 be shared
h ews of patlent on research
thinking process.

2 Agpresch our patiants via chamiens with ausstionnaire
social media with

. Cantinued

uumhmnu wnderstand behaviour

feedback
Masimisa opportunities for

research




Collaborators  Thank you

Author:
Dr Shazia Mahamdallie, Health Equity Lead, North Thames Genomic Medicine Service (NTGMS)

Support by NTGMS Senior Leadership Team:

A Dr Angela George, @dedical Director, NTGMS

A Dr Sophia Varadka€eMedical Director, NTGMS

A PaulRyves Programme Director, North Thames Genomic Medicine Service Alliance
A Anthony Sullivan, Chief Operating Officer, North Thames Genomics Laboratory Hub

Thanking the time and contributions of

NTGMSA PPC Panel; Mo&dggoroye Cynthia AméAmeyaw; Elizabeth Bancroft; Dr Nick Bass; Leanne Barrett; Cheryl Berlin; Dr Angela Brady;
Simon Burn; Dr Fiona CalveharmishaChauhan; Adele Corrigan; Dr F&@nnhauserPooja Dasani; Natalie Ellery; Demetra Georgiou;

Merrie Gowie Denzil James; Professor Anwar Khan; MaddsackaSlawinskaBalbirLehtg MeganLuker Bethanyl.umborg YvonneMuwalo;

Dr Marie Nugent; Arti Patel; Tina Prendeville; Raviigkhra Dr Danié&Shoel DominicStudart Dr Shereeffadros DrTosinTaiwo.

>30 hours of conversation
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“ "oy cenetics Service Genefjgg sery,-i.’im"a’ RMH oo mddicne sorve



>30 hours of conversation

Listeningg

what do the people ,
of NTGMS want?



To consider equity in all current and future initiatives within Write lay summaries and disseminate : :
NTGMS, benefiting both the workforce and the health of th@ll them, for all our research findings. &Lo;[l?ﬁealln%eec&plren\évm Lgileghicl
opulation we serve ’ B J | understand
P - sure they are guided to what the
R Equal, fairer access to careers the right places and barriers to
S It equity of accesy ics; ' ' resources with less ' '
Empower people to bll |~ antio see W/t 2aAY3 genetics; attracting, developing [genetic] testing
able to ask questions . _ and retaining a diverse delays. are.
equitable benefits. a standard; we muqSyorkforce to better serve our
ﬁ:WﬂyS feedk_)?ck 0] [NTGMS] diverse populations.
Empower the R | want the NTGMS to be a fairer and

workforce and | Earmarkedand work with. Nt ¢
communities tofl Sustainable resourcing holist asplratlongl place to work_, and to_ be
L [EETTIEES &l olEie anchored in the community, sharing

CEE EELY for equity. understanding of societal knowledge confidently and sensitively, so
Change targets for factors impact health, can ask questions. Let us be a genome se
consent conversations;| recognising that is for everyone, at their time of need a
resourcingCtime and intersectionality, and provided in a way that makes sense.
targets will help improv¢  addressing health inequity
equity. through equal quality
education so everyone can | want the next work through stronge
navigate the system, accessjj generation to see integration between

services, understand their people like me and the workforce and
know that they, too, I
can become scientist .

Equity means Improved
engagement upfront

and we need to community
do more of this. engagement.

To improve how we

Equal, fairer access to
We have, and Challenge if we have] careers in genetics; .
link ethn|C|ty fair and transparent attracting’ deve|0ping, health and ask questlons.
data, across recruitment process, | and retaining a diverse
health records. and make the needed Workforce to better serve
changes. our diverse populations. =
Provide guidance or a Every clinical staff member across the NTGI\_/IS can use t |
hboard to analyse patient g
framework of how [Equity of Access] das yse p awareness of the

i . ' ir testing activity at key poin .
(el (et elr | want to see leadership roles reflect Iy '([jheemoagt[]?/sg IC?I'E?sli\(J%rc]:ttitgngﬁlr\t;ill IsugJ ort at%/al sisyirl? e benefits of
representative of our diversity of our population. This can bri P Y. y PP y q genomic testing,

' equity, as decisions can be informed byl ©Of access/accessibility, enabling a deeper understanding :
population. Ii\?ed }éxperiences rather than relying orf] testing pathways and prioritising interventions to deliver fc;r fﬁ:)atlents and
extrapolation. equitable genomic testing. Staft.










Pillars

Initial activitieswere outlined during the developmentof the 2022strategyand follow-up of over 30 hours of stakeholderengagementconductedbetween
December2024to date. Pillarsare definedthroughlandscapingactivitiesandwhich groupssit togetherto deliver,as

Research

Community Workforce Service

Accessible service for all

Together within neighbourhoods \Workforce for all

Gnderstand

neighbourhoodevel
experiences, to create
collaborative resources
that help to ask
guestions and make
informed decisions,

bringing equity into
Q\e work we do.

/

hYS

Support equity
across the
workforce through
motivating, fairer

development and
practices.

\_

~N

workforce planning,

/

4 A

Improve aspects of
data, structure and

processes, to guide
and equip equitable
service delivery

Representation in research

4 )

Embed equity into
all research projects
and programmes.

\_ J

\_ /

Framework/guidance™ pilots = iteration = implementation = share & rollout= policy



Types of projectg
will be contingent on partnership
building, listening to people and

patient-facingfunding

hhhhhhhhhhh
Genomic Medicine Service



Elements of a strategy




NTGMS Equity
Strategy
Workshop
Charles West
Board Room
(Level 2, Barclay
House, GOSH)

yoin \©
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WorkshoP

-
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MARCH 3%
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@BARCLAY HOUSE

/

shazia.mahamdall@
gosh.nhs.uk



